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Ph.D. 2003. Floriculture & Ornamental Horticulture/ Plant Molecular Biology/Plant
Breeding. Cornell University, Ithaca, NY

M.S. 1989. Ornamental Botany. Huazhong Agricultural University, China

B.S. 1986. Forest Science. Huazhong Agricultural University, China

Research Interest

crops

Application of evolutionary genomics to bioenergy and ecological research
Genomics of CAM (Crassulacean Acid Metabolism) plants

Discovery of small signaling proteins

Genome/transcriptome sequencing using new sequencing technology

Genetic improvement in water use efficiency and drought tolerance in bioenergy

e Reducing recalcitrance of biomass for biofuel production

Professional Experiences

8/2008-present

8/2006-8/2008
3/2006-8/2006

5/2005-3/2006
11/2002-5/2005
8/1997-8/2002

6/1989-7/1997

Membership

Staff Scientist (Plant Molecular Biol./Bioinformaticist),
Environmental Sciences Division, Oak Ridge National Laboratory.
Postdoctoral Research Scientist, Oak Ridge National Laboratory.
Research Associate 11, Department of Plant Sciences, University of
Tennessee.

Postdoctoral Research Associate, Department of Plant Sciences,
University of Tennessee.

Postdoctoral Fellow, Department of Horticulture, Cornell
University.

Graduate Research Assistant, Department of Horticulture, Cornell
University.

Research Assistant and Assistant Research Scientist, Department
of Ornamental Horticulture, Institute of Vegetables and Flowers,
Chinese Academy of Agricultural Sciences, Beijing, China.

American Society of Plant Biologists


mailto:yangx@ornl.gov
http://www.esd.ornl.gov/PGG/yang_bio.htm

Honors and Awards

2008 Distinguished Achievement Award for Post-Graduate Research in Environmental
Science (In recognition of outstanding early career productivity, ability to
collaborate effectively in a team setting, and ability to integrate bioinformatics
and molecular biology to gain novel insights into evolutionary genomics).

2000 Liu Memorial Award in recognition of his excellent progress and high potential
for a successful academic career.

1995 Israeli Foreign Ministry Fellowship for training at the VVolcani Center.

Other Professional Activities

Reviewer for USDA National Research Initiative Competitive Grants Program
Reviewer for Journal of Experimental Botany, Phyiologia Plantarum, International Journal of
Plant Genomics, Journal of Plant Biotechnology, Plant Methods, Environmental Management,
BMC Biotechnology, Journal of Proteomic Research.

Teaching experience

Yang, X. Phylogenetics: Concepts and Applications, guest lectures for Advanced
Experimental Techniques | (BCMB515), Dept. of Biochemistry & Cellular & Molecular
Biology, University of Tennessee.

Yang, X. Homolog identification in Populus; phylogenetics, ortholog and primer design.
BESC Populus workshop. Hosted by Gunter, L., Yang, X., Kalluri, U.C., and Tuskan,
G.A., Feb 20, 2008. Townsend, TN.

Cheng, Z.-M. and Yang, X. Advanced Plant Genomics, Dept. of Plant Sciences,
University of Tennessee. 2006 Spring semester.
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