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Research Interests 
 
Biology of Populus, bioenergy research, plant-microbe interactions, and ecosystem genomics. Current research 
focuses on discovery and characterization of genes involved in plant cell wall biosynthesis through 
bioinformatics, association studies, cisgenics and mapping; elucidating plant-microbe co-expression networks; 
synthetic genomics of CAM (Crassulacean Acid Metabolism) plants; and genomics and ecological adaptation 
of Sphagnum. 
 
 
Qualifications/Skills:  
 

• Tissue culture, nucleic acid isolation, PCR, Sanger sequencing, sample preparation, fluorescence, 
carbohydrate analysis, phenotypic measurements, sectioning, field and greenhouse experience;  

 
• Database searches, technical document preparation and editing, data analysis, ordering, budgeting, 

presentation, training and project and lab management. 
 
 
Professional Experience 
 
2008-present Technical Staff, Plant Systems Biology Group, Biosciences Division, Oak Ridge National 

Laboratory, Oak Ridge TN 
 

• Conduct primary lab and computer-based research, analyze data and contribute to reports and 
manuscripts leading to 30+ peer review publications 

• Coordinate sample collection, inventory and processing for large field and greenhouse-based 
projects (100,000+ samples) 

• Developed and maintain Plant Systems Biology Group SharePoint site, Endnote bibliographic 
databases for projects and reference lists for manuscripts, white papers and internal use 

• Communicate with internal and external, national and international collaborators 
• Manage labs and projects, provide interface for LIMS, train and mentor interns. Initiate Material 

Transfer Agreements and Purchase Orders 
 

2001-2007 Research Associate II, Plant Molecular Ecology, Environmental Sciences Division, Oak 
Ridge National Laboratory, Oak Ridge TN 

1998-2001 Research Associate I, Plant Physiology & Biotechnology, Environmental Sciences 
Division, Oak Ridge National Laboratory, Oak Ridge TN 

 
 
Education 
 
University of Tennessee/MS in Information Sciences/2007 
University of Georgia/MS in Botany/1993 
University of Florida/BS in Botany/1988 
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