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EDUCATION 

 Doctor of Philosophy, Plant System Biology, University of Nebraska-Lincoln, 2014 

 Bachelor of Engineering, Biological Engineering, China Agricultural University, 2009  

 

RESEARCH EXPERIENCE 
 Postdoctoral Research Associate, Oak Ridge National Laboratory, March 2015-current 

 Identify transcription factors that regulate second cell wall biosynthesis in the 

bioenergy crop Populus. 

 Investigate the molecular mechanism of biomass recalcitrance in Populus and 

Arabidopsis. 

  

 Graduate Student Research, University of Nebraska-Lincoln, August 2009-June 2014 

 Inspect novel genes involved in Arabidopsis siRNA biogenesis and RNA-directed 

DNA methylation (RdDM). 

 Investigate novel genes involved in pri-miRNA transcription and process. 

 Explore the mechanism of uridylation-triggered degradation of miRNAs without 

3’ methylation. 
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