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• Methylmercury (MeHg) is a potent human neurotoxin 
produced by bacteria, but the mechanisms of 
methylation by microorganisms are unknown. 
 

• Desulfovibrio africanus is an anaerobic sulfate-reducing 
bacterium capable of producing MeHg, and it also has 
different morphotypes associated with a cell cycle. 
 

• We present the 4.2 Mb D. africanus genome sequence to 
allow us to gain insights into the physiological states 
and regulation associated with its different cell cycles 
and microbial mercury methylation. 
 

• Comparative genomics using the sequence information 
for D. africanus and the previously sequenced mercury 
methylator D. desulfuricans ND132 should assist in 
identifying the mechanisms of mercury methylation. 
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